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Introduction
FISH method has been used to enumerate microbial communities in 
sediment.  However, relatively low detection rates of FISH suggest 
substantial existence of missing organisms.  Therefore recent developed 
more sensitive FISH method was applied for the detection and 
enumeration of sediment microbial communities for a better 
understanding of tidal flat systems.
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Conclusions
With an optimized CARD-FISH protocol, microbial communities can be 
reliably detected. 
• Detection of Planctomycetes and Archaea.
• Higher detection rates.
• Detection of microbes also in deeper horizons.
• Detection of infrequent populations.
Two types of depth distribution were observed:  
(i) distributed over the depth; CF319, Pla886, Gam42a and Bet42a.  
(ii)  distributed only in upper layers; Alf968 and DSR651.
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CARD-FISH with group specific probe

High abundances of 
Gam42a and Dss658
targeted organisms
through the whole depth

Points of optimization
• Inactivation of endogeneous peroxidase activities
• Examination of cell wall permiability of Planctomycetes and Archaea
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CARD-FISH to organisms with unusual cell walls
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